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SysMO integration
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Data capturing
Bottom-up construction data

-down validation data
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New goals

rising from SysMO integration
Provide easy access to modeling standards

ilitate Data integration




1.) One Stop to model standards

ML model format, SBGNschema generation, MIRIAM
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2.) DataFuse
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3.) Describe model simulation
experiments (SED-ML)

e To recreate published tables and figures
— for curated models
— for models being reviewed

— (to replace customized Mathematica packages for
each model)

e To automate modeling workflows for users
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SED-ML support

Enter SED-ML file:

<7eml version="1.0" ancoding="UTF-8" standalone="yes"?=~

<sedml:sedML xmlins:sedml|="ttp:/ fsed-mlorg” xmins:math="http:/ fwww.w3.org/ L3998 [Math /MathML">
<sedml:listCfMode/s=

<sedml:model id="modell” name="hier" source="urn:miriam:jws:bier" language="urn:sedml:language jwsonlinepackage" =
</sedml:model>

<sedml:model id="model2” name="hierPerturbed” source="urn:miriam:jws:bier" type="jwspackage">

"
v
("Launch ) ( Load example 1 ) ( Load example 2 )
Choose File | no file selected Gal |




SED-ML simulation results:
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SEEK Facts and Figures
Registered Users: 325

e 21,600 page views, 520 unique visitors, 110 unique users log
ins.

e User visits: >30% at least once per week, > 50% at least once
per month

Registered Content:
e Investigations 24 | Studies 64 | Assays 127
e Data files 862

e Models 33 FQ‘EE?@
e SOPs 119 = y, e
e Publications 109
15 JERMs




Modelling standards

Minimum information MIRIAMI!]
models

Standard formats SBMLI],
Human readable JWS
Online format!!!

Ontologies and Chebi, KEGG, EC KISAO
nomenclatures numbers etc accessed as

MIRIAM URIs via

SemanticSBML!!

Databases BioModels,
JWS Online

Graphic notation SBGN!I






















